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To tackle antimicrobial resistance (AMR)
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We aimed at: Time (h) Longer urinary retention promotes drug accumulation and increases overall

]) Exploring physiology—bosed model structures Interval — Interval =4 h — Interval=2h — Interval=4h — Interval =8 h urinary exposure rather than maximal concentration.
describing the urine voiding mechanism, Impact of a shift in the urinary parameters on the profiles of fosfomycin urinary concentrations.
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Typical profile method
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Predicted urinary concentration profiles for fosfomycin [7] (left) and nitrofurantoin [8] (right).
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