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days (range 22-52 days). occured at approximately the same time (~ 24 h post administration). Dose Cmax AUC Caverage at steady state* tumor concentrations. The terminal half-life which accounts for only <10% of the
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difference  observed - predicted PK 100 8732 37830 4.4 remained reasonable (median 20% (range 1.4 to 55 %)).
parameters value 20 % (range 1-55). Table 2: Preclinical PD parameters 5651 — 12920 17856 — 77605 25-7.2
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