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CAR-T cells are a promising treatment option – for someCAR-T cells are a promising treatment option

Adapted from A. Mc Laughlin. Freie Universität Berlin (2021).

Westin et al. N. Engl. J. Med. 2023
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Mechanistic model of CAR-T kinetics & tumour dynamics
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Efficient study design for clinical CAR-T cell data
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100x

Optimal experimental design for CAR-T cell therapy
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Foracchia et al. Comput. Methods Programs Biomed. 2004
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Identification of informative population size
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Complex model can be informed with realistic population size
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Complex model can be informed with realistic population size
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Exploring CAR-T and tumour sampling strategies
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Implausible CAR-T sampling times are selected
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Proportional RUV can lead to implausible results

Fenja Klima | 33rd PAGE PAGE 21 (2012) Abstr 2578 [www.page-meeting.org/?abstract=2578]
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Additive RUV helps informing optimal CAR-T sampling times
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Additive RUV allows to identify

minimal RSEs

No impact on minima in sensitivity

analysis across 200-fold range of RUVs
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Additive RUV helps informing optimal CAR-T sampling times
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Additive RUV allows to identify
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analysis across 200-fold range of RUVs
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optimisation of sampling times
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Optimising CAR-T cell sampling windows
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Optimising CAR-T cell sampling windows
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Unique kinetics

Clinical feasibility & 
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Efficient study design for clinical CAR-T cell data
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Sampling windows perform comparable to reference scenario
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Relative estimation error =
𝑒𝑠𝑡𝑖 − 𝑡𝑟𝑢𝑒𝑖

𝑡𝑟𝑢𝑒𝑖
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Sampling windows perform comparable to reference scenario
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Relative estimation error =
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Unique kinetics
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